[Biotyping of pathogenic cocci using mathematical methods].
The differential information content of biological signs in the ecology of different staphylococcal and streptococcal species has been studied by the mathematical method. The method for the intraspecific differentiation of staphylococci, streptococci and gonococci into pathovars with the use of programs for the computerized analysis of the material has been proposed. The mathematical models of strain virulence in different coccal species are described.